	Table 4. Parameter estimates (with 95% confidence intervals) from the homogeneity AE multivariate correlated factors model

	
	MEQ Time 1
	PSQI Time 1
	MEQ Time 2
	PSQI Time 2

	Additive genetic and Non-shared environmental overlap between phenotypes

	MEQ Time 1
	/
	
	
	

	PSQI Time 1
	rA    .48 (.31-.65)
rE    .08 (-.04–.20)
	/
	
	

	MEQ Time 2
	rA   .90 (.77–1.00)
rE    .41 (.28–.53)
	rA   .40 (.19–.62)
rE    .04 (-.12 -.19)
	/
	

	PSQI Time 2
	rA    .29 (.01– .59)
rE    .05 (-.10– 20)
	rA   .80 (.57–1.00)
rE    .30 (.15–.43)
	rA    .60 (.34–.94)
rE    -.02 (-.17–.14)
	/

	Proportion of phenotypic correlation due to A and E influences

	MEQ Time 1
	/
	
	
	

	PSQI Time 1
	A    .83 (.53–1.11)
E    .17 (-.11–.47)
	/
	
	

	MEQ Time 2
	A    .64(.49–.78)
E    .36 (.22–.51)
	A    .90 (.46-1.37)
E    .10 (-.37–.54)
	/
	

	PSQI Time 2
	A    .76 (.04–1.54)
E     .24  (-.54–.96)
	A   .60 (.38–.80)
E    .40 (.20–.62)
	A    1.05 (.60– 1.58)
E   -.06 (-.58–.40)
	/


Note. MEQ = diurnal preference; PSQI = sleep quality;  rA = additive genetic correlations; rE = Non-shared environmental correlations; A = Additive genetic influence; E = non-shared environmental influence. Analyses were performed on age and sex regressed data in Mx.
